A 107 bp repeat element is found in Neisseria sp. in both intergenic and intragenic regions of chromosomes. The nucleotide sequence of the element, The 107 bp sequence is found fused to gene loci that encode transposase and other annotated gene loci. Table S1 shows Table S1 are from
YSGLNLNQDKATKPQTVQIVRQGEATLYWFKFNPL 35 YSGLNLNQYSVASPCRTICTVCGFVALS 28
The 107 bp sequence is found fused to gene loci that encode transposase and other annotated gene loci. Table S1 shows sixteen gene loci where the 107 bp sequence open reading frames (predominantly the frame-1) are fused to other open reading frames. These loci were identified with the NCBI Blast program using a protein blastx search (web site http://www.ncbi.nlm.nih.gov/BLAST/). Evalues are as shown by the blast program. The loci shown in Table S1 are from the following species: N. meningitidis MC58, N. meningitidis Z2491, N. meningitidis FAM18 and N. gonorrhoeae FA 1090. Table S2 dinucleotide was duplicated and there was no replacement of sequences in the target site but an addition of the mobile sequence. The alignment also suggests that the mobile sequence is 105-bp. However alignment of this T at position 954 is more consistent, as it shows no gap with the Nm 107 nt sequence.
